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Anisolepis, 35:511, 35:520 
Anisonchus, 43:27, 43:36 
athelas, 43:34 
sectorius, 43:34 
Anisotarsus, 37:283 
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leachi, 41:404, 41:405 
lineatopus, 41:412 
longitibialis, 41:408 
luctus, 38:58 
meridionalis, 38:58, 38:60 
monticola, 38:58 
nebulosus, 35:516 
occultus, 41:94, 41:104, 41:106, 41:410, 41:412 
olssoni, 41:408 
onca, 38:58, 38:60, 38:61 
opalinus, 41:406 
pentaprion, 35:515 
petersi, 38:58, 38:60, 38:65 
pogus, 41:415 
pulchellus, 41:410 
punctatus, 35:520, 38:58, 38:67 
reconditus, 41:406 
roquet, 35:517, 40:407, 41:104 
sagrai, 38:58, 38:60 
sagrei, 39:31-39, 41:406 
semilineatus, 41:408 
singularis, 41:408 
stratulus, 35:517 
valencienni, 41:412 
wattsi, 41:405 
Anoplodactylus portus, 44:324 
Anotheca, 35:11 
spinosa, 35:8 
Anoura, 40:423, 40:424 
caudifer, 40:432 
geoffroyi, 35:197-201 
Anourosorex, 35:153, 35:154, 35:160 
ANOVA, 35:195-203 
model II, 41:471-482 
Anser, 41:175 
Anseranas, 41:130, 41:175 
Antechinus godmani, 40:139 
Antedon bifida, 44:192, 44:198, 44:205-207 
Antelopes, 43:92-116 
Antennapedia, 42:428 
Antesorex, 35:159 
Antherinidae, 35:176-194 
Antherinopsinae, 35:176-194 
Anthocercis, 43:470, 43:473 
viscosa, 43:469 
Anthonomus, 37:377 
venustus, 37:372 
Anthribidae, 37:389-391 


Anthropoides, 39:386 
Antilles, 35:633-639, 37:315-328 
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matrix, 41:378-384 
Corruccini, Robert S., Univariate versus multivariate 
morphometric variation: an alternate viewpoint, 
36:396-397 
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146-151 


Daesiidae, 40:153 


Dama, 42:292 
dama, 42:273 
Damaliscus, 42:291 
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Deep-history biogeography: retrieving the historical 
pattern of evolving continental biotas, Joel Cra- 
craft, 37:221-236 

Deets, G. B., see O'Grady, R. T., — 
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